Supplementary Figure
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Figure S1 Identification of FoPLT gene deletion and complementation mutants (A)
Identification of FoPLT gene deletion mutants. M: maker 1: detection of target gene
FoPLT, 2: detection of hygromycin, 3: detection of upstream fragments, 4: detection
of downstream fragments, 5: ddH20. (B) identification of FoPLT complementation

mutants. M: Maker, 1: HS2, 2: AFoPLT, 3: AFoPLT-C, 4: ddH20.
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Figure S2. Biological analysis of FoPLT gene. A The gene contains a transmembrane

domain. B The gene has no signal peptide. C The gene conserved domain.



